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<12 0> TRANSGENIC MICE CONTAINING ANAPH YLATOX I N 
C3A GENE DISRUPTIONS 



<130> R-171 

<140> US 09/892,206 
<141> 2001-06-26 

<150> US 60/215,467 
<151> 2000-06-29 

<150> US 60/244 , 083 
<151> 2000-10-26 

<160> 7 

<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 2657 

<212> DNA 

<2 13 > Mus mus cuius 

<400> 1 

agggagagtc tgcccacaag tttttgtata ttttctcact gaggcatcta ttcagtttgg 60 
gcagcagaca ctgagcagaa cgtagcacgg caatgcttgg tagcaatgcc tgtccggcca 120 
gcactcagaa gacggaggca ggagaatcat agcttccagt cagcctcttc tacaatatag 180 
tcagttggaa gtcagccagc ttagacaaca tggagagcct gtgccgaaag ccactgggta 24 0 
agcccgaatc tcagtagcag agagctgccc agggtgcgta ctgcaaaaaa aaaacctcaa 300 
acaacagaag tagggaggtg taaaataaag tgtagggggg tggaatttaa gctgatgtgg 360 
acttccaaat aaagttacct tttagatacc tatttaaatc aatagcatag acctgaaact 420 
gtctatcaga aaatgtgtct attctgagga aggagtgcta acgaggttct gtgagggggg 480 
cctctggctt tgagagggtg taccatcaca taagactcct aaaagcacat acttttataa 540 
attcaccatg agctttaaca tcttctttgt catttcgcag actgagccat ggagtctttc 600 
gatgctgaca ccaattcaac tgacctacac tcacggcctc tgtttcaacc ccaagacatt 660 
gcctccatgg tcattcttgg tctcacttgt ctattgggac tgctaggcaa tgggctggtg 720 
ctgtgggtag ctggcgtaaa gatgaagacg accgtgaaca cagtctggtt cctccatctc 780 
accctggccg atttcctctg ctgcctctcc ttgcccttct ccttggctca cctgattctc 840 
caaggacact ggccctatgg cttgttcctg tgcaaactta tcccatccat cattattctc 900 
aacatgtttg ccagtgtctt cctgcttact gccattagcc tggaccgatg tctgatagta 960 
cataagccaa tctggtgcca gaatcatcga aacgtgagaa ccgccttcgc catctgtgga 102 0 
tgtgtctggg tggtagcctt tgtgatgtgt gtgcccgtat ttgtataccg tgatctgttc 1080 
attatggaca atcgcagtat atgtagatat aattttgatt cctccaggtc atatgattat 1140 
tgggactacg tgtacaaact aagtctacca gaaagcaatt ctactgataa ctccactgct 1200 
cagctaactg gacatatgaa tgacaggtca gctccttcct ctgtacaggc aagggattac 1260 
ttttggacag ttaccactgc cctccagtca cagccattcc taacatctcc tgaagactca 1320 
ttctctctag attcagcaaa ccaacaaccc cattatggtg gaaagcctcc taatgtcctc 1380 
acagccgccg tacccagcgg gtttcctgtt gaagatcgta aatccaatac actgaacgct 1440 
gacgcttttc tctctgctca cacagaactt ttccctactg cttctagtgg tcatttatac 1500 
ccctatgatt tccaggggga ttatgttgac caattcacgt atgacaatca tgtgccgaca 1560 
ccgctgatgg caataaccat cacaaggctg gtggtgggct tcctggtgcc gtttttcatc 1620 
atggtaattt gttacagcct catcgtcttc agaatgcgaa aaaccaactt caccaagtct 1680 
cggaacaaaa cctttcgggt ggctgtggct gtggtcactg tcttttttat ctgctggact 1740 



ccataccatc ttgtcggagt C ct n „ 

cctgggLL ca attactgatc cagaaagtt 



9gcattc 



tgg 

aagcctctt 



tgt atgccctctt 



aagcagcctt 



ggg9aaag a 



gctttagcat c 



c tt 



SSSS 



tgccaatag 



c ct 



tggggg, 
tfc 9cttcaa 



aa 1800 
c 1860 
1920 



==f S =S55 & « S== s; 



itgcaaaa 



tt t 



°agagaa 
caagcc 



ggtctcttat" tg^tcSc 9 , a ?" 9 ? aCa ct "a|a«a 



•Stgtttt..- tccc atcattt^ aacafc — 



C 2040 
2100 



ctattcccat 



tctttttttt tccS^S? c a a C t Cat9t9Ca a^."t«ct ttt'S!^ "99«ta^ „ BU 
^ atJ » a ^tattca t t J" a !! Ct tctagtttgc at«S£f? " ttC ^« ^340 



ct tgtttccat 



c a 



ca 9 aatctctgg, 



9tgttaagt ttt 



c cca 



2160 

tgggacc 2220 

2280 



9tggg g aaa g agacacaotT : ULacc 9tac agttttgtqa ValT^^ 9 c tcttattg 2 4 
tgacagaaca cLt"!*! ??«**atc tatgaaaS !£!?? Cai * tgattttta? L 



tttattgtac 



tggaaggct 



^tgtgagcac 



cagtgccaaa 
gtgagcacag 



tgccacc 



tgaaagca 
ca c taaaagcaac 



gggagtgttg 



00 

: taa 2460 
a gttagagtt 2520 



ah : : J a^-yagcacag atacan.h aa ycaac ctgagataat- *- ~^ LL ^20 

Sttgtagctt gga gctc 5 ta «cataa acactttcct actc?Sja 2580 



<210> 2 



Mag tgttttagaa 2640 



<2ll 



> 477 



2657 



<212> p RT 

<213> Mus muscul L 



<400> 2 



M et Glu Ser Phe 
Pro Leu Phe Gin 



As P Ala Asp Thr 



Thi 



20 

Cys Leu Leu 



Pr ° Gin Asp ii 



[7 Thr As P His Ser 



Gly Val 
50 



35 



Gly Leu Leu 



6 Ala Ser Met Val n 



15 



Arg 



25 



Lys Met Lys Thr 



Gly Asn 
40 



e ^u Gly Leu 



Gly Leu Val Leu 



30 



Thr L eu Ala Asp 



Thr Val Asn Thr 



55 



Val 



45 



Trp Val Ale 



65 



His Leu 11 



p he Leu Cys C y ; 



e Leu Gin 



70 



3 Leu Ser Leu 



Leu He Pro Se 



85 



G1 Y His Trp p ro 



75 



Trp Phe Leu Hi 
60 

Pro Phe Se 



s Leu 



100 



r He H 



T yr Gly Leu P he 



90 



Lei. 



Leu Thr Ala n e S er 



S Ile Leu Asn Met Ph 



r Leu Ala 
80 
Cys Lys 
95 



105 



115 



Tr P Cys Gin Asn Hi £ 



^ £J ^ He Val 



e Ala ser Val Phe Leu 



130 



Val Trp Val Val 



Arg Asn Val Arg 



His 
125 



110 
Lys Pro n € 



135 



T hr Ala Phe Al 



145 



Arg Asp Leu Phe 
As P Ser Ser Arg 



Ala Phe Val Met 



140 



a He 



Cys Gly 



150 



He Met Asp Asn 



Cys Val Pro Val 



165 



155 
Arg Ser n e 



Phe Val Tyr 



Leu Pro 



180 



Se r Tyr Asp Tyr Trp 



170 



Cys Arg Tyr Asn 



160 
Phe 



Asp Tyr Val Tyr Lv, 

yr J-«ys Leu Ser 



Glu ser Asn Ser 



195 



Thr 



185 



Phe 
225 
Pro Gli 



Trp Thr Val Thr 



200 
Ser Ala Pro 
215 



Asp Asn Ser Thr 



190 



Ala Gin Leu Thr 



Ser ser Val Gin 



205 
Ale 



Gly 



Thr Ala Leu Gin Ser Gl 



As P Ser Phe Ser Leu 



G1 Y Gly Lys P ro 



245 



Asp Ser Al 



235 



Ar g Asp Tyr 
* p ro Phe Leu ^ 



220 



Pro Val Gli 
275 



260 



Pro Asn Val Leu 



250 



a Asn Gin Gl 



240 



n Pro His Tyr 



A sp Arg Lys Ser 



Thr Ala Al 
265 



a Val Pro sex 



Ser Ala His Thr 



2 8 0 ^ A - Ala 



270 



255 
Gly Phe 



290 



Glu Leu Phe Pro 



A sp Ala Phe 



295 



T^r Ala Ser Sei 



285 



Leu 



300 



Gly His Leu Tyr 



Pro Tyr 
305 

His Val 

Gly Phe 

Val Phe 

Phe Arg 
370 
Pro Tyr 
385 

Ser Leu 



Asp Phe 
Pro Thr 



Leu Val 
340 
Arg Met 
355 

Val Ala 
His Leu 
Gly Glu 



Ala Ser 

Lys Asp 

Ala Ala 
450 
Lys Ala 
465 



Ala Asn 
420 
Phe Arg 
435 

Phe Ser 
Ser Ser 



Gin Gly Asp Tyr Val 
310 

Pro Leu Met Ala He 
325 

Pro Phe Phe He Met 
345 

Arg Lys Thr Asn Phe 
360 

Val Ala Val Val Thr 
375 

Val Gly Val Leu Leu 
390 

Ala Val Met Ser Trp 
405 

Ser Cys Phe Asn Pro 
425 

Lys Lys Ala Arg Gin 
440 

Glu Glu Leu Thr His 
455 

Lys Arg Asn Asn Met 
470 



Asp Gin Phe Thr Tyr 
315 

Thr He Thr Arg Leu 
330 

Val He Cys Tyr Ser 
350 

Thr Lys Ser Arg Asn 
365 

Val Phe Phe He Cys 
380 

Leu He Thr Asp Pro 
395 

Asp His Met Ser He 
410 

Phe Leu Tyr Ala Leu 
430 

Ser He Lys Gly He 
445 

Ser Thr Asn Cys Thr 
460 

Ser Thr Asp Val 
475 



Asp Asn 
320 
Val Val 
335 

Leu He 

Lys Thr 

Trp Thr 

Glu Ser 
400 
Ala Leu 
415 

Leu Gly 
Leu Glu 
Gin Asp 



<210> 3 
<211> 200 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Targeting vector 
<400> 3 

aaalcScala c?SS?S ttcaccT' ******* accatcacat- aagactccta 60 
ctgagccatg gagtctttcg at^tScac f"^^ cttctttgtc atttcgcaga 120 
gtttcaaccc caagSttg at9Ct9aCaC ^tcaact gacctacact cacggcctct 180 

200 

<210> 4 
<211> 200 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Targeting vector 
<400> 4 

ziztin ir™ c " ti:zr c r ac " 9tt « 

cagaatcatc gaaacgtgag aaccqcct^c ? tacat «9cc aatctggtgc 120 

tttgtgatgt gtgtgcccgt adCCgCCttC 9<=«tctgtg gatgtgtctg ggtggtagcc 180 



200 



<210> 5 

<211> 197 

<212> DNA 

<213> Mus musculus 



<400> 5 

Tsttzm intuitu ssss c:«r act 9c "" ca " «• 

=cc tgg « 9 , tttc ? tctg ? t <™ SS ,c,e ^ 



3 



aaggacactg gccctat 

<210> 6 * 197 

<2ll> 439 
<212> DNA 

<213> Mus musculus 
. <400> 6 

SaJaS mccS«? Ccc ^atctc agtagcagag agctgcccao , 
9aatttaagc tq at L? aa< =^aagta gggaggtgj a lt t ^ t ^^tact 60 
tagcatagfc SaL^ ttccaa ^aa agtta^cttt tlaltT^ 9 ta 999999tg 120 
gaggttctah " 9aaact 9t ctatcagaaa atgtcrtee-h ^agataccta tttaaatcaa i 80 
aalcacat^ 'ctggctttg aga^gtgL 

tgagccatgg agt ctt t !" , tCaCCat 9 a 9 cttSJtJ ttStS™ a9aCtCCtaa 3 °° 

— --attT t9ctgacacc — * .ssss 4 3 2 6 o° 

<210> 7 439 
<2ll> 295 
<212> DNA 

<213> Mus musculus 



<400> 7 



atgatt attgggacta cgtgt" 



295 



4 



